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Global Summary

%DE = 0.03

# genes with fdr < 0.2  = 347  ( 161 + / 186  −)

# genes with fdr < 0.1  = 288  ( 135 + / 153  −)

# genes with fdr < 0.05  = 221  ( 97 + / 124  −)

# genes with fdr < 0.01 = 155  ( 68 + / 87  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = 0.07

<p−value> = 0.29

<fdr> = 0.97
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T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HGNC:11648]

septin 9 [Source:HGNC Symbol;Acc:HGNC:7323]

sortilin related receptor 1 [Source:HGNC Symbol;Acc:HGNC:11185]

neutrophil cytosolic factor 1 [Source:HGNC Symbol;Acc:HGNC:7660]

signaling threshold regulating transmembrane adaptor 1 [Source:HGNC Symbol;Acc:HGNC:17710]

septin 9 [Source:HGNC Symbol;Acc:HGNC:7323]

immunoglobulin heavy constant mu [Source:HGNC Symbol;Acc:HGNC:5541]

T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HGNC:11648]

immunoglobulin heavy constant mu [Source:HGNC Symbol;Acc:HGNC:5541]

glutathione peroxidase 7 [Source:HGNC Symbol;Acc:HGNC:4559]

neutrophil cytosolic factor 1 [Source:HGNC Symbol;Acc:HGNC:7660]

zinc finger BED−type containing 2 [Source:HGNC Symbol;Acc:HGNC:20710]

V−set pre−B cell surrogate light chain 3 [Source:HGNC Symbol;Acc:HGNC:12710]

actin, gamma 2, smooth muscle, enteric [Source:HGNC Symbol;Acc:HGNC:145]

peroxiredoxin 2 [Source:HGNC Symbol;Acc:HGNC:9353]

CD27 molecule [Source:HGNC Symbol;Acc:HGNC:11922]

sortilin related receptor 1 [Source:HGNC Symbol;Acc:HGNC:11185]

major histocompatibility complex, class II, DQ beta 1 [Source:HGNC Symbol;Acc:HGNC:4944]

S100 calcium binding protein A4 [Source:HGNC Symbol;Acc:HGNC:10494]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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monocytes peripheral blood_1_TssA

monocytes peripheral blood_2_TssAFlnk

Bcells peripheral blood_1_TssA

natural killer cells peripheral blood_1_TssA

Tcells peripheral blood_1_TssA

Tregulatory cells peripheral blood_2_TssAFlnk

Tregulatory cells peripheral blood_1_TssA

Bcells peripheral blood_2_TssAFlnk

Tcells peripheral blood_2_TssAFlnk

Overlap_fetal_midbrain_ReprPC

HOPP_Txn_elongation

Thelper cells peripheral blood_1_TssA

2_TssA_Fibroblasts

2_TssA_Melanocytes

T CD8+ naive cells peripheral blood_1_TssA

natural killer cells peripheral blood_2_TssAFlnk

Overlap_fetal_midbrain_K9K27me3

T CD8+ naive cells peripheral blood_2_TssAFlnk

Bcells peripheral blood_4_Tx

HSC_4_Tx
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monocytes peripheral blood_13_ReprPC
extracellular region
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9_ReprPCWk_MSC_Adipocyte
9_ReprPCWk_Melanocytes
10_ReprPC_Skeletal_Muscle
10_ReprPC_MSC_Adipocyte


